In March 2014, an outbreak of a febrile illness associated with a high case fatality rate was identified in the Guéckédou region of GuineaConakry, a remote part of West Africa. An international field investigation was initiated. On April 16, the Journal published a preliminary report identifying the outbreak as due to Ebola virus. 1 The initial sequence data showed that the outbreak strain was Zaire ebolavirus, but a strain distinct from those identified in prior outbreaks, such as those in the Democratic Republic of Congo (DRC) and Gabon. In Guinea there appeared to be ongoing human-to-human transmission. Over the next 4 to 8 weeks, the outbreak seemed to be resolving, as over 20 previous outbreaks have, with a substantial decline in new cases. We and many others thought it would soon be over. 2 We were wrong. Cases started to appear over the summer, and the number increased exponentially as this viral infection spread more widely in Guinea-Conakry and in Liberia and Sierra Leone. 3 Cases associated with travel have been identified in Senegal and Nigeria, and there is evidence of ongoing transmission in Nigeria. 4 Recently, Ebola transmission has been identified in the DRC, although molecular data suggest that this event is unrelated to the ongoing West African outbreak. 5, 6 These molecular data provide the information we need to define important aspects of ongoing transmission dynamics and to guide control strategies. Currently, there is no effective treatment, but human vaccine trials have been initiated. 7 As of September 18, 2014, there were 5335 identified cases of Ebola virus disease, with more than 2622 associated deaths, which is more than in all previous Ebola outbreaks combined. 4 These numbers are nonetheless likely to be underestimates, given the limitations of case identification, and the fraction of deaths probably underestimates the case fatality rate, because the interval between case identification and death has been just over 2 weeks. Although clinical data remain sparse, it seems likely that effective basic supportive care may make the difference between life and death for an infected patient. Unfortunately, health care workers have been disproportionately affected owing to the tremendous demands of patient care and the difficulty of implementing the infection-control measures required to prevent transmission. 8 The Ebola outbreak is having serious adverse effects on travel, commerce, and routine health care, such as care for malaria, which threaten to further disrupt the already precarious conditions in which millions of people in the region live. 9 The fear associated with a virulent and potentially deadly contagious infectious disease, which respects neither borders nor social status, has captured the attention of the world. The responders, both local and international, have been dedicated and brave. But far more is needed. It is critical that all members of the global health community -health care workers, scientists, regulators, funders, governments, and local communities -collaborate in responding as rapidly as possible if we are to control this enlarging outbreak. For example, the move by regulators to allow vaccine trials to proceed quickly shows flexibility and good judgment.
We, as a global health care community, must move decisively to bring this dangerous epidemic under control and then to improve the health care systems in the affected region. 10 This will require more resources and more health care workers on the front lines (see the Ebola Outbreak page at NEJM.org for volunteer opportunities). It will also require communication and teamwork to win the trust of those in the affected communities. The Journal will continue to report on this unprecedented outbreak with updates on the efforts to control it, the biomedical findings emerging from it, and the difficult stories of those who are suffering through it.
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